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Supplementary Figure 3 (A) FACS analysis of LGR5(EGFP)+ cells from control, GM6001-treated and
DAPT-treated ovaries. Numbers above the bars represent the percent of cells that fall within the indi-
cated gate. (B) A comparison of the proportion of LGR5 positive cells in cultured ovaries between con-
trol, GM6001-treated group and DAPT-treated group. Different letters (a, b) indicate significant differ-
ences between groups (ANOVA and Holm-Sidak test). (C) Quantification of FOXL2+ cells in ovaries
cultured in the presence or absence of DAPT. The increase in FOXL2+ cells with time was suppressed
in the DAPT-treated ovaries compared to the in vitro control. (D) Quantification of LGR5+ cells in ova-
ries cultured in the presence of DAPT or control. The decrease in LGR5+ cells with time, as noted pre-
viously, was suppressed in the DAPT-treated ovaries compared to the in vitro control. (E, F) Com-
pared to the control group, the expression of Foxl2 mRNA was significantly reduced, and the expres-
sion of Lgr5 mRNA was significantly increased, in ovaries after 3 or 7 days culture in the presence of
DAPT (P < 0.001 for all). (G, H) Tracing the recruitment of ovarian surface LGR5+ progenitors by
lentivirus-EGFP in the DAPT-treatment group showed that suppressing Notch signaling significantly
reduced the proliferation and invasion of ovarian surface progenitors ( n = 6). ***P < 0.001 (t-test),
control versus DAPT-treated ovaries. Data are present as means + S.D. Scale bars: 20 ym
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Supplementary Figure 4 (A) Schematic demonstrats the breeding strategy to derive mice harbor-
ing deletion of ADAM10 under Amhr2-Cre mice. (B) PCR analysis on genomic DNA showing the
different genotypes of the mice. (C) RT-PCR analysis of Adam10 expression. RNAs were extracted
from total ovaries of 1-dpp-old Adam10f/d (WT) and Amhr2-Cre;Adam10f/d (CKO) mice. ***P <
0.001 (t-test), control versus CKO ovaries. Data are present as means t S.D.
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Supplementary Tables

Table S1. List of primers used in genotyping of mice

Genes Forwards (5’ to 3°) Backwards (5’ to 3°)
Adam10-loxp  GAGAGGAAAGAAAGTGGCAGA AGTGGGTGGGTTAATGAGCA
Adam10-mut ACCTCTTAGCGATACCACAAGCC CCAAGCGTCAAAGCGTTACAG
Lgr5-Kl-wt CTGCTCTCTGCTCCCAGTCT ATACCCCATCCCTTTTGAGC
Lgr5-KI-cre CTGCTCTCTGCTCCCAGTCT GAACTTCAGGGTCAGCTTGC
Ddx4(VASA)-cre  AAGAACCTGATGGACATGTTCAG CTGATCCTGGCAATTTCGG
Amhr2-cre AAGAACCTGATGGACATGTTCAG CTGATCCTGGCAATTTCGG

Table S2. List of primers used in gRT-PCR

Genes  Forwards (5’ to 3°) Backwards (5’ to 3°)
Adam10  GTGCCAAACGAGCAGTCTCA ATTCGTAGGTTGAACTGTCTTCC
FoxI2 AGAGGCTCACTCTGTCCGGC TCTGCCAGCCCTTCTTGTTCT
Lgr5 CCTACTCGAAGACTTACCCAGT GCATTGGGGTGAATGATAGCA
Gapdh  GGTGAAGGTCGGTGTGAACG CTCGCTCCTGGAAGATGGTG
Hesl CCAGCCAGTGTCAACACGA AATGCCGGGAGCTATCTTTCT
Hey2 AAGCGCCCTTGTGAGGAAAC GGTAGTTGTCGGTGAATTGGAC
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